MRNA Transcript Maps

HPV5

HPV5 mRNAs isolated from benign skin lesions from patients with epidermodysplasia verruciformis were analyzed
by RT-PCR (1). The 5' and 3' ends of these mRNAs are unknown. However, in situ hybridization data as well as
promoter mapping data for the related virus HPV-8 suggest that four promoters may exist, a late promoter in the
LCR, an E6 promoter, an E7 promoter, and an E1 promoter similar to that identified for HPV31 (2). Species A-D are
most likely transcribed by the late promoter and species E—-F by the E6 promoter. The early and late poly(A) sites
have not been experimentally determined. However, by analogy with the related virus HPV47 (3), the early poly(A)
signal is at nt 4438. Species A—B and E—G are most likely polyadenylated at the early poly(A) site, while species C—D
and H-I at the late poly(A) site.
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