MRNA Transcript Maps

HPV47

Analysis of mRNA from an HPV47 transformed rat cell line using S1 and primer extension analysis revealed RNA
start sites at nt 183—-202 with a major start site at nt 198 (1). The early poly(A) sites were mapped to nt 4444 and nt
4465 by cDNA cloning and sequencing. Three RNA structures were determined using cDNA cloning coupled with S1
analysis. Species A is the most abundant mRNA. Only one clone was identified for species B and C mRNAs. The 5'
end of the cDNA insert for the species B clone was at an EcoRlI site which was used for cloning the cDNA, so the
actual cDNA may have extended further upstream.
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